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To create an R package that can be used from R scripts N ovsie
as well, as automated through a Graphical User
Interface (GUI), enabling a flexible, customizable :

repeatable, templatized workflow. _ _ . _
PMDatR is already in use in-house where it enables

standardization of scripting style and quality control
efforts. Itis also in use at a major pharmaceutical
company where it underpins a dataset creation tool

PMDatR builds on top of popular R packages such as
dplyr[1] and tidyr[2], so much of the syntax is well
known and documented. The key features that
facilitate data work flows include:

Figure 1. PMDatR key functions and usage
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Functions for mapping data graphical user interface allows for additional features

= getDomain()
— Pull columns from domains and preprocess

= getDV(), getindividualDosing(), getCov(), getCovT()
— Some required mappings (e.g. ID, Time).
— Optional/additional mappings can be specified.
— Automatic transposition of stacked covariates (e.g. LB, VS domains)

Functions for merging

= append.events(), append.CovT() — stack dosing, observations, and
covariate data

= merge.Cov() —join ir? keyed covariate§ (e.g. -matching ID and VISIT) Some common transformations include: additional help features for less experienced R
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creating the domain. When column mappings are given in the mappings file, a function is created to process the data

common transformations such as filling forward such as:

. drag-and-drop selection of columns and

computation of ADDL dosing transformations

unit aware columns and transformations;
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point-and-click selection of options and templates
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automated code generation from a settings file.
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syntax and semantic error checking
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Conclusions
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| 2) assign source data sets to a ‘type’ of data faster dataset creation and improved dataset
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Warning in validate.domain(x): Warning D16: Optional column mapping ‘EXOCCUR=EXOCCUR’ : #¢# names
[EXOCCUR] are not found in Domain ‘EX’
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= The mappings file generates the loading function. . . q

= An expected column is missing, we get a warning. covarlates) and apply Mappings and
Example: Processing covariates transformations

3) stack event type data and merge covariates by key The PMDatR package will be made available on
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entire dataset (e.g. time after dose). Key References
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T ars TSI, "STLAGY, "STLALE, "STLLG, STLL-.. - simple execution of the full process from

e s e Rl command line or RStudio IDE (e.g. without the

GUI).

= Note unstacking of codes, and units are associated with the data




